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In the original version of this article, the citations in the following sentences were incorrect. The citations should have
been listed as follows. The authors regret these errors.
‘‘Burroughs Wheeler alignment (BWA)1 version 0.5.8 was used to align the sequencing reads, and the default parameters
were used for fragment reads, to the human genome sequence build 36 downloaded from the UCSC Genome Browser or
the 1000 Genomes Project websites.12 Alignments were converted from SAM format to sorted, indexed BAM files with
SamTools.2’’References
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